Introduction
Over the years, numerous reports published in the scientific literature have focused on various aspects of contaminant sorption modeling, from the development of new mathematical formulas to modifications of the more common linear and nonlinear sorption models (e.g., Freundlich, Langmuir). Sorption represents the simplest and most experimentally accessible of contaminant interactions with soils, providing a quantitative parameter to describe the transfer of a solute in bulk solution across the soil-water interface to be "solubilized" in the solid-phase. For this reason, sorption parameters have been expanded to incorporate kinetic information [1] , describe partitioning across different soil chemical domains [2] , and discriminate the particularities regarding the contaminant of interest.
With few exceptions [3] , conventional contaminant sorption models are strictly empirical in nature given that the thermodynamic state of the soil surface currently remains impossible to define. The simplest of the models, linear partitioning, is:
where, C W ¼ contaminant concentration in solution at equilibrium, C S ¼ sorbed concentration of contaminant on the soil surface, and K D ¼ the distribution coefficient of sorption referring to the affinity of the solid phase for the solute. Modeling sorption data with the linear sorption function may be conducted in two modes, either allowing the slope (representing the contaminant distribution coefficient or K D ) and yintercept (which has unresolved physical and chemical meaning) to "float" independently (i.e, unconstrained) or, forcing the y-intercept through zero. Which of these approaches is preferred or entirely justifiable, to our knowledge, is not satisfactorily answered in the scientific literature. For example, abundant discussion exists among the sample of published studies surveyed for this paper [4, 5, 6, 7, 8, 9, 10, 11, 12, 13] regarding the appropriateness of the linear model and its mechanistic implications on contaminant sorption. However, most authors avoided any discussion regarding their treatment of the y-intercept although it is obvious from the sorption plots that this parameter was overwhelmingly forced through zero. Notable exceptions include Ruffino and Zanetti [14] and Dontsova et al. [15] , where the y-intercept was allowed to float during the linear modeling of the sorption isotherms. The author has largely preferred forcing the y-intercept through zero to give K D estimates that are more readily comparable among different soils or treatments [16, 17] . Overall, it may be concluded that setting the y-intercept equal to zero represents a theoretically reasonable assumption that the soil was not been previously exposed to the contaminant. Thus, forcing the sorption model through zero strictly conforms to Eq.
(1), where no y-intercept is depicted. However, this is a far from satisfying response, especially when it is apparent from the sorption data that the plot unexplainably deviates substantially from zero sorption. Aside from its practical value, this short article explains the mathematical justification for controlling the y-intercept, and its necessity for making meaningful comparisons among contaminant K D values.
In this paper, we propose that K D values can only be compared among the different soils if the system of linear functions (by which K D was extracted) describing sorption are consistent, which is defined has having at least one solution. For example, consider three linear functions with three unknowns [18] :
By simple elimination, a single solution exists for this system represented by a linear combination of three values (1,1,0). Graphically, this represents a single point in where the lines passing through three separate dimensions all intersect at (1,1,0). This is important as a consistent system of linear equations is considered independent, meaning that each function in the system is not proportional to any other of the functions, or in the same plane (such as for parallel functions). In practical terms, an independent equation provides unique information to the system that is not duplicated by any of the other equations. If a system of equations is consistent, then all equations in the system are independent. This means that all equations within the system are equally valuable for describing the system and directly comparable.
To our knowledge, a linear algebra-based justification for controlling the y-intercept has never been presented in linear sorption isotherm modeling.
Materials and methods
Here, this note draws on a recently published study [19] investigating the sorption of the insensitive munition compound, 2, 4-dinitroanisole (DNAN), on different taxonomic soil "types". All sorption isotherms were modeled with the linear sorption model (Eq. 1) using the R programming language [20] via the RStudio interface [21] . Modeling this data without any constraints on the fitting generated a system of linear equations, in the form of y ¼ Ax þ C, where A ¼ the slope (representing the K D ) and C ¼ the y-intercept or offset. System consistency was tested using using the 'matlib' package [22] for R.
Results and discussion
As evident in Figure 1A , the DNAN sorption isotherms appeared strongly linear among the different soils, exhibiting small deviations in the y-intercept away from zero. Both the slope and y-intercept parameters (Table 1) were statistically significant (p < 0.05) for all soils. With the sorption curves parameterized, it was of interest to compare the K D values in order to gain a relative sense of how the different soils ranked in terms of their preference for the contaminant.
Converting the functions into the standard form (Ax þ By ¼ C), the information was stored in a 20 Â 3 matrix and tested for consistency. To be considered as consistent, there must be a unique solution for the entire system. This is represented graphically by a single point where all of the lines intersect in two-dimensional space (given the two unknowns in the equations). Analysis [20] showed that the linear sorption isotherms intersected at multiple points (indicated by the circles in Figure 1B ), suggesting that this system of equations was inconsistent. Given that each sorption curve exhibited its own unique slope and y-intercept, it is reasonable to assume that the sorption curves were consistent at least on a pairwise basis. However, there was no mathematical basis for comparing K D values across the entire system without first imposing constraints on the fitted linear sorption model.
The problem of inconsistent linear functions can be circumvented by forcing the y-intercept to zero during the linear regression analysis. As a result, this gave a new 20 Â 3 matrix where the last column (C) was populated by zeroes, representing what is known as a homogeneous system of linear equations. Under this scenario, all of the curves intersected ( Figure 1C ) at a single point at (0,0), making the origin the unique solution for the entire system. Thus, statistically comparing the K D values Figure 1 . DNAN sorption isotherms and tests for consistency based on constraints on the y-intercept (A) DNAN sorption data where modeling of the linear sorption parameters were unrestrained, and (B) corresponding consistency test results (C) Graphical analysis of the consistency of the linear functions after forcing the yintercept through zero. In B and C, the linear sorption functions were extrapolated past the origin for comparing the curves graphically. Black circles represent all intersection points for the linear sorption functions. across the entire system became mathematically viable with this step. As a consequence of constraining the y-intercept ¼ 0, the K D values were on average 24% higher (representing an average 16% increase in the estimates' standard error), showing the "pull" of the y-intercept parameter on the overall linear regression (Table 2 ). However, all models remained highly significant, with the computed p-values for the F-statistic ranging from 10 À9 -10 À17 .
Not only does this simple approach allow for comparing K D values across the system discussed here, but also allows for expanding the size of the system to include legacy data or, conversely, new sorption information. On the odd chance that the system of linear functions are consistent, then forcing the y-intercept through zero would not be necessary. Alternatively, the y-intercept could be forced through a positive, non-zero value, but the value chosen for the offset would need to be determined as well as applicable across the entire system. 
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